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d4 BMDC LN mDC 



1 : Activated macrophages 

2: day 4 cultures of bone marrow DCs 

3: day 8 cultures of bone marrow DCs 

4: myeloid CD11c hi DCs isolated from Balb/c lymph nodes 



FIG. 1 
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subfamily 


member 


Nur77 


Nurrl 


MINOR 


alpha 


Nur77 




35.3 


45.7 


beta 


Nurrl 


35.3 




35.9 


gamma 


MINOR 


45.7 


35.9 





FIG. 2 



68 kDa 




FIG. 3 



MINOR expression is induced in mature DCs by IL-4 and TNF-alpha but not LPS 
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IDC mDC LPS IDC LPS mDC IL4 IDC IL4 mDC TNFa IDC TNFa mDC BM Mac pMac 



Nur77 is not highly expressed in DCs 
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FIG. 5 



CD 



MINOR expression by RealTimePCR 
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FIG. 6 
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FIG. 7 
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FIG. 11a 
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treatment of DCs 



FIG. 11b 




naive naive activated activated 



FIG. 12 
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FIG. 13 



P s3 CTRL sIRNA-MINOR 




control control 1203 1203 CFF 
11C-6FP+ 11C+GFP+ 11C-GFP+ 11c+GFP+ 



FIG. 14 
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sIRNA-CTRL LM siRNA-MSNOR LN 




control 1203 
GFP - GFP+ GFP- GFP + 

CTRL sIRNA-tmiNQR 



FIG. 16 
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CD34 Act Mac dG DC Act DC 

FIG. 17 

atgccctgcgtgcaagcccagtatagcccttcacctccggggtccactta 

cgccacgcagacttatggctcggaatacaccacagaaatcatgaaccccg 

actacaccaagctgaccatggacctcggtagcacggggatcatggccacc 

gccactacatccctgcccagcttcagtaccttcatggagggctaccccag 

cagctgcgaactcaagccctcctgcctgtaccaaatgccgccttctgggc 

ctcggcctttgatcaagatggaagagggtcgcgagcatggctaccaccac 

caccatcaccatcaccatcatcaccaccaccaccagcaacagcagccgtc 

cattcctcctccctccggccccgaggacgaggtactgcccagcacctcca 

tgtacttcaagcagtctccgccgtctacaccgaccactccaggcttcccc 

ccgcaggcgggggcgctgtgggacgacgagctgccctctgcgcctggctg 

catcgctccgggaccgctgctggacccgcagatgaaggcggtacccccca 



FIG. 18 

(SEQIDNo:1) 
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tggccgctgctgcgcgcttcccgatcttcttcaagccctcaccgccacac 
cctcccgcgcccagtccagccggcggccaccacctcggctatgaccccac 
ggccgcagctgcactcagtctgcccctgggagccgcggccgcagcaggca 
gccaagctgctgcgctcgagggccacccatacgggctcccgctggccaag 
aggacggccacgctgaccttccctccgctgggcctcacagcctcccccac 
cgcgtccagcctgctgggagagagccccagcctcccatcgccacccaata 
ggagctcatcatctggggaaggcacatgtgccgtgtgcggcgacaacgct 
gcctgccagcactacggagtccgcacctgcgagggctgcaagggcttctt 
caagagaacggtgcagaaaaatgcaaaatatgtttgcctggcaaataaaa 
actgcccagtggacaagagacgccgaaaccgatgtcagtactgcagattt 
cagaagtgtctcagtgtcgggatggttaaggaagttgtgcgtacagacag 
tctgaaagggaggagaggtcgtctgccttccaaaccaaagagcccactac 
aacaggagccctcgcagccctccccgccatctcctccgatctgtatgatg 
aatgcccttgtccgagctttaacagatgcaacacccagagatcttgatta 
ttccagatactgtcccaccgaccaggccactgcaggcacagatgctgagc 
acgtgcaacagttctacaaccttctgacggcctccattgacgtgtccaga 
agctgggcagaaaagatcccaggattcactgatctccccaaagaagatca 
gacgttacttatagaatcagcctttttggagctgtttgttcttagacttt 
ccatcaggtcaaacactgctgaagataagtttgtgttctgcaatggactt 
gtcctgcatcgacttcagtgccttcgaggatttggggagtggctcgactc 
cattaaagacttttctttaaacttgcagagcctgaaccttgatatccaag 
ccttagcctgcctgtcagcactgagtatgatcacagagcgacatgggtta 
aaagaaccaaagagagtggaggagctatgcaccaagatcacaagcagctt 
aaaggaccaccagaggaagggacaggctctggagccctcggagcctaagg 
tcctgcgcgcgctggtagaactgagaaagatctgtacccagggcctccag 
cgcatettctacctgaagctagaggacttggtacctccaccttctgtcat 
cgacaagctcttccttgacaccctgcctttctga 



FIG. 18 Cont. 



